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1. Outputs - Explain what you did, what was discovered, and what was learned because of the

research project.

e Be specific about which KPIs from your proposal are met/unmet and why

e Report outputs completed during the reporting period that contribute to the goals and
objectives of the project (DO NOT include publications here, they are to be reported separately
in Item 2 below).

e For a project just initiated, please note the status.

e Narrative is limited to 3,200 characters and spaces.

Explanation:

This is a new project that was initiated in October 01, 2023, so not much outputs have been produced
yet. Nevertheless, we have conducted an analysis of DNA sequences of the target genes rhgl and
Rps2b in ~30 previously sequenced soybean varieties and compared with these sequences with the
corresponding counterparts in the donor lines of rhgl and Rps2b. We have also compared these
sequences with the whole genome sequences of the ~30 genomes. These analyses help to design
gene-specific guide RNA for genome editing.

The soybean transformation and genome-editing pipeline continues to be optimized. We are now able
to conduct genome-editing in two elite cultivars.




2. Publications/Extension/Outreach - Describe how findings and results were shared. Report
number of website hits, number of meetings where results shared, number of people attending
meetings, etc.
e List publications, documents, meetings, or events that are specific to the project
during this reporting period.
e Include only those publications, documented meetings not previously reported.
e Include research and extension publications, handouts, electronic publications,
websites, etc.

e If there are no publications, documents, or meetings to report for the period, leave
this field blank.

e Include a description of how the results have been disseminated to communities of
interest or how the product is being shared. This report narrative is required of all projects.

Narrative is limited to 3,200 characters and spaces.

Explanation:

Attended the Plant and Animal Genome Conference to communicate with peers on some of the
proposed work, but no publications have been produced yet.

3. Project Modifications - Describe any significant changes to project content from original funded
project proposal.

Select one of the following options:

[]

Not applicable for this period, nothing significant to report.

[ Report narrative entered in the box below.

Explanation:




4. Completion Date - Describe any foreseen possibility of a no cost extension request. Be specific as
possible as to why a no cost extension might be requested. Please note a No Cost Extension
request must be sent to ISA no later than 90 days before end of project.

Select one of the following options:

[ Project expected to be completed on schedule.

Project delay expected, report narrative entered in box below.

Explanation:

5. Attachments: Attach any copies of graphs, charts, publications, reports, field day flyers, etc.
regarding project.
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